SEQUENCE LISTING 

<110> Oberley, Larry Wayne 
Weydert, Christine J. 
Smith, Benjamin Barnes 

<120> Reduction of antioxidant enzyme levels in tumor cells using antisense 
oligonucleotides 

<130> 875.042US1 

<150> US 60/248,328 
<151> 2000-11-14 

<160> 12 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ccggctcaac atgctgctag 20 

<210> 2 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 2 

acactgcccg gctcaacatg 20 

<210> 3 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 3 

catgctgcta gtgctggtgc 20 

<210> 4 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ggatcccggc tgtcagccat 20 

<210> 5 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 5 

catagcgtgc ggtttgctct 20 



<210> 6 



<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 6 

gccgaggctc atcgcggcgg 2 0 

<210> 7 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 7 

caaaggcggc cgaggctcat 2 0 

<210> 8 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 8 

catgttgagc cgggcagtgt 2 0 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> An artificial oligonucleotide 
<400> 9 

acactaccca gctcgacatg 2 0 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> An artificial oligonucleotide 
<400> 10 

ctacagccgg ccgtaaactc 20 

<210> 11 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<400> 11 

gcagatcggc ggcatcagcg gtagcaccag cactagcagc atgttgagcc gggcagtgtg 60 

cggcaccagc aggcagctgg ctccggtttt ggggtatctg ggctccaggc agaagcacag 12 0 

cctccccgac ctgccctacg actacggcgc cctggaacct cacatcaacg cgcagatcat 180 

gcagctgcac cacagcaagc accacgcggc ctacgtgaac aacctgaacg tcaccgagga 240 

gaagtaccag gaggcgttgg ccaagggaga tgttacagcc cagatagctc ttcagcctgc 3 00 

agtgaagttc aatggtggtg gtcat 325 



2 



1 



<210> 12 
<211> 95 
<212> PRT 

<213> Homo sapiens 



























ivies'! - T.oi i Co*v* 
1 V JCL JjCU OCX 


Ar g 


ril ct 


V CtX 




Gly Thr 


OCX rii. y 


VJX J.J. XlCli. 


Ala 


Pro 


Val 






5 










10 






15 




Leu Gly Tyr 


Leu 


Gly 


Ser 


Arg 


Gin 


Lys 


His Ser 


Leu Pro 


Asp 


Leu 


Pro 




20 










25 






30 






Tyr Asp Tyr 


Gly 


Ala 


Leu 


Glu 


Pro 


His 


He Asn 


Ala Gin 


He 


Met 


Gin 


35 










40 






45 








Leu His His 


Ser 


Lys 


His 


His 


Ala 


Ala 


Tyr Val 


Asn Asn 


Leu 


Asn 


Val 


50 








55 








60 








Thr Glu Glu 


Lys 


Tyr 


Gin 


Glu 


Ala 


Leu 


Ala Lys 


Gly Asp 


Val 


Thr 


Ala 


65 






70 








75 








80 


Gin He Ala 


Leu 


Gin 


Pro 


Ala 


Leu 


Lys 


Phe Asn Gly Gly Gly His 





85 90 95 



3 



